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Large-scale meta-
analysis of genome-
wide association
data identifies six
new risk loci for
Parkinson's disease.
Infinome. Chinese:
Subjects carrying
GG/AG genotype -
(tremors but slows
progression) had an
increased risk
compared with the
AA carriers
(OR=1.162, 95% CI:
1.143-2.274,
P=0.006). Among all
the genotypes of
rs356182, GG
genotype showed the
strongest
association...
SNPedia Articles.
MJFox weighting.

Comprehensive
research synopsis
and systematic meta-

analyses in
Parkinson's disease

genetics: The
PDGene database.

"This is how we can

start thinking
about precision
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medicine in action,"
said the study's senior
author... LINK.
Defects in SNCA
have been implicated
in the pathogenesis
of Parkinson disease.
SNPedia.

Large-scale meta-
analysis of genome-
wide association
data identifies six
new risk loci for
Parkinson's disease.

Imputation of
sequence variants for
identification of
genetic risks for
Parkinson's disease:
a meta-analysis of
genome-wide
association studies.

Large-scale meta-
analysis of genome-
wide association
data identifies six
new risk loci for
Parkinson's disease.
...which is 20 orders of
magnitude more
significant than any
other SNP in the
region. Because
TMEM175is a

lysosomal gene that
has been shown to

influence a-synuclein
phosphorylation and


https://www.infino.me/papers/21292315
https://www.infino.me/snp/rs356219/
https://www.infino.me/snp/rs356219/
https://www.infino.me/snp/rs356219/
https://www.snpedia.com/index.php/Rs356219
https://www.infino.me/snp/rs356219
https://www.infino.me/papers/25064009
https://www.infino.me/papers/25064009
https://www.infino.me/papers/25064009
https://www.infino.me/papers/25064009
https://www.infino.me/papers/25064009
https://www.infino.me/papers/25064009
https://www.infino.me/snp/rs356219
https://www.infino.me/snp/rs356219/
https://www.infino.me/snp/rs356219/
https://www.infino.me/snp/rs356219/
https://www.infino.me/snp/rs356219/
https://www.infino.me/snp/rs356219/
https://www.infino.me/papers/21292315
https://www.infino.me/papers/21292315
https://www.infino.me/papers/21292315
https://www.infino.me/papers/21292315
https://www.infino.me/papers/21292315
https://www.infino.me/papers/21292315
https://www.infino.me/papers/21292315
https://www.infino.me/papers/21292315
https://www.infino.me/snp/rs34311866
https://www.infino.me/snp/rs34311866/
https://www.infino.me/papers/25064009
https://www.infino.me/papers/25064009
https://www.infino.me/papers/25064009
https://www.infino.me/papers/25064009
https://www.infino.me/papers/25064009
https://www.infino.me/papers/25064009
https://pubmed.ncbi.nlm.nih.gov/31261387/autophagy
https://pubmed.ncbi.nlm.nih.gov/31261387/autophagy
https://pubmed.ncbi.nlm.nih.gov/31261387/autophagy

Significance

-log pval

SNP

Your Genotype

Ref/FM Genes

allele

study

34.1

29

28

21.7

26.7

rs356220"

rs35749011""

rs2942168""

rs34637584™

rs1442190

T/TC SNCA

GBA,

A normal SYT11

G normal MAPT

A normal LRRK2

normal

Censored LRRK2

autophagy...

Meta-analysis of
Parkinson's disease:
identification of a
novel locus, RIT2.
Near rs 356219.

Large-scale meta-
analysis of genome-
wide association
data identifies six
new risk loci for
Parkinson's disease.
MJFox decreases.

Imputation of
sequence variants for
identification of
genetic risks for
Parkinson's disease:
a meta-analysis of
genome-wide
association studies.

Web-based genome-
wide association
study identifies two
novel loci and a
substantial genetic
component for
Parkinson's disease.

Genome-wide
mapping of IBD
segments in an
Ashkenazi PD
cohort identifies
associated
haplotypes.
Mutations in this gene
have been associated
with Parkinson
disease-8
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Large-scale meta-
analysis of genome-
wide association
data identifies six
new risk loci for
Parkinson's disease.

Comprehensive
research synopsis
and systematic meta-
analyses in
Parkinson's disease
genetics: The
PDGene database.
concluded that the
odds ratio for
[[Parkinson's disease]]
was 2.1

Web-based genome-
wide association
study identifies two
novel loci and a
substantial genetic
component for
Parkinson's disease.
Mutations in this gene
cause Gaucher
disease, a lysosomal
storage disease
characterized by an
accumulation of
glucocerebrosides

Large-scale meta-
analysis of genome-
wide association
data identifies six
new risk loci for
Parkinson's disease.
2 new loci SNP.
suggesting that this
kinase may serve as an
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intermediate in the
response to cellular
stress.

Large-scale meta-
analysis of genome-
wide association
data identifies six
new risk loci for
Parkinson's disease.
Meta new locus
TIR2

Web-based genome-
wide association
study identifies two
novel loci and a
substantial genetic
component for
Parkinson's disease.
SNCA rs356220 was
associated with both
Sporadic-PD (OR=1.37,
P=110-9) and
Familial-PD

Large-scale meta-
analysis of genome-
wide association data
identifies six new risk
loci for Parkinson's
disease.
INTERPRETATION:
These data provide an

insight into the
genetics of Parkinson's

disease and the
molecular cause of the

disease and could

provide future targets
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Meta-analysis of
Parkinson's disease:
identification of a

novel locus, RIT2.
All results included the
principal component that
accounts for Ashkenazi
ancestry, which controls
for the increased
incidence

of GBA mutations in the
Ashkenazi population.
Moreover, when
individuals within the
Ashkenazi cluster were
excluded from the
Discovery Sample and the
Replication Sample, the
association to
rs12726330 and to E326K

remained at genome-wide
significance... MJFoXx
censors.

Genome-wide
association study
identifies common
variants at four loci
as genetic risk
factors for
Parkinson's disease.

Imputation of
sequence variants for
identification of
genetic risks for
Parkinson's disease:
a meta-analysis of
genome-wide
association studies.
BST1 expression is
enhanced in bone
marrow stromal cell
lines derived from
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rheumatoid arthritis.
MJFox decreases.

Genome-wide
association study
reveals genetic risk
underlying
Parkinson's. disease.
Our findings identify
the tau-associated
MAPT locus as a site of
genetic overlap
MAPT, between AD and PD,

and extending prior

15.7 rs393152% A normal %1%62%7 work, we show that

LOC644246 the MAPT region

increases risk of
Alzheimer's
neurodegeneration.
associated with
several
neurodegenerative
disorders such as
Alzheimer's disease,
Pick's disease, MJFox
censors

Genome-wide
association study
reveals genetic risk
underlying
Parkinson's disease.
Defects in SNCA have
been implicated in the
pathogenesis of
Parkinson disease.
Slightly increased risk

of developing
Parkinson's Disease.

15.7 rs2736990%" G | CA SNCA
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Large-scale meta-
analysis of genome-
wide association
data identifies six
new risk loci for
Parkinson's disease.
two putative nuclear
localization signals,
and a basic DNA-
binding domain.

Dissection of the
genetics of
Parkinson's disease
identifies an
additional
association 5' of
SNCA and multiple
associated
haplotypes at 17g21.
MAPT gene mutations
have been associated
with several
neurodegenerative
disorders such as
Alzheimer's disease,
Pick's disease,
frontotemporal
dementia, cortico-
basal degeneration

and progressive
supranuclear palsy.

Comprehensive
research synopsis
and systematic meta-
analyses in
Parkinson's disease
genetics: The
PDGene database.

Genome-wide
association study
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reveals genetic risk
underlying
Parkinson's disease.
Location: 17:46751565

Imputation of
seqguence variants for

identification of

genetic risks for
Parkinson's disease: a

meta-analysis of

genome-wide
association studies. It

plays a central role in

the immune system by
presenting peptides
derived from

extracellular proteins.

US and European

cohorts identified
chr6: rs32588205 A/G
SNP located in the
intronic region of HLA-
DRB5 locus with
augmented risk for PD

under an additive

model.

Web-based genome-
wide association
study identifies two
novel loci and a
substantial genetic
component for
Parkinson's disease.

Large-scale meta-
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